*-p-Df} -

%Iﬁiﬁaéﬂﬁ_nal':‘l 87‘ HﬁFEFH’J:Tz AR IEREX

BA, KRH, B4t

(b B R REARER LM+, 3k Bk 445700 )

XA

B8 : IR 8 (VAMPS ) 7845 8 4 2Urb 19 33k B I TR 8 o

Tk WU 42 125 1 9 B R AL 2 S 57 IR H AU AR, F e 4L Ak A VAMPS 25 11 i BA M 2 5k
B, AT H IR 5 B g I R BRARAE Z MY 06 &R IR 12 X AR A, H qRT-PCR 5 Western
blot Kl VAMP8 mRNA 5&E I RILE .

ZR: qRT-PCR X Western blot £l o~ , 9 XARAS L5 E 4] VAMP8 mRNA 52 (1355 & &
FHX R 540 (3 P<0.05) 5 s difbas R o, VAMPS 745 19 4120 b i) BE M R BH 5 ) T8
AL (73.8% vs. 42.9%; x’=8.28, P<0.01) , H VAMPS AR E 5 MR A9 /LR . Dukes 5031 K
WSS R AE LA & (35 P<0.05) .

it VAMPS 7E45 I 414 b 25k B8, #2275 VAMPS 0] e i 9635 [ Wk / 15 B 1 4 A2 41 1 435 i s 1)
TR 5

SEMa g s BEVOAROCHE AR L 85 A WE; MR R

HFESES: R735.3

B8

Expression of vesicle-associated membrane protein 8 in colon
cancer and its clinical significance
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Abstract

Objective: To investigate the expression of vesicle-associated membrane protein 8 (VAMPS) in colon cancer
tissue and its clinical significance.

Methods: The specimens of colon cancer along with normal adjacent tissue from 42 patients were collected, in
which the positive expression rate of VAMP8 protein was detected by immunohistochemical staining, and then
the relations of VAMP8 expression with clinicopathologic characteristics of the patients were analyzed. Further, 12
pairs of the specimens were selected, and then the VAMP8 mRNA and protein expression levels were determined
by qRT-PCR and Western blot, respectively.

Results: Results of qRT-PCR and Western blot analysis showed that the VAMP8 mRNA and protein expression
levels in colon cancer tissue were significantly higher than those in their matched adjacent tissue in 9 pairs of
specimens (both P<0.05). Results of immunohistochemical staining demonstrated that the positive expression

rate of VAMPS protein in colon cancer tissues was significantly higher than that in adjacent non-tumorous tissues
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(73.8% vs. 42.9%; X2:8.28, P<0.01), and the VAMPS expression was significant associated with histopathological

grade, Dukes’ stage and lymph node metastasis (all P<0.05).

Conclusion: VAMPS expression is increased in colon cancer tissue, which suggests that VAMP8 may promote

the progression and metastasis of colon cancer through regulating the autophagy-lysosome pathway.
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1.3.1 qRT-PCR  #% TRIzol ¥ B 45 42 WL 2 41
FE G RNA, 838 5% 553K 57 & (ReverTra Ace”
qPCR RT kit, H A& TOYOBO) #i W 4 — #
A cDNA, =R FE T -80 C. FARHE qRT-
PCR i 7 & (SYBR”™ Green Realtime PCR Master
Mix, HZ<TOYOBO) ]+ 7E%¢ )% % & PCR X
( ABI7500 ) L BEFTHEIN . VAMPS L3751 941 A
5'-CAT CTC CGC AAC AAG ACA GA-3'; TFi#g
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CCA TGA GAA GT-3'; NiE5I¥IFH R 5'-GGC
ATG GAC TGT GGT CAT GA-3'., FEAHh H AL
WS HH (GAPDH) fEABIMEM 2R ACT,
S REAR G X EAEA (IEWBE R4S ) ACT
12250 A ACT, DL 272" FeoR 3 [ Al A X 26 34
o LS EE 3K,
1.3.2 Western blot 2 B 41 41 fp i1y & 2 H,
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2R R %6 (ECL) X5 ( £ Pierce
ANl TR AL (Bio-rad ) W HEITIRIG. 45
B EG T Image J AT IKBE 081, 1H8E H
18 15 GAPDH G35 1 HoH .
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Figure 1 Detection of VAMP8 mRNA expression

A: Relative VAMP8 mRNA expression levels in the 12 pairs of specimens; B: Scatterplots

for the relative VAMP8 mRNA expression levels in the 12 pairs of specimens

2.2 Western blot #&ill¢5 R

2K EE b A oXT (75.0% ) Jm 21
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2.4 VAMP8 EBRIEEHEMEIRKFEFEZ
EI:SESE
LHIF SR, VAMPSEHME LS
BE AR . R MR R AL R /N AR
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Figure 2 Determination of VAMPS8 protein expression A: VAMPS protein expressions in the 12 pairs of specimens; B: The expression

(JRLLEL /o)
[\

VAMPS8 mRNA X} 55

(=]

)

&

levels of VAMPS protein in the tumor tissues relative to their adjacent tissue of the 12 specimens

3 GRBFALUFRN VAMP8 AKX ( x200) A JESFALIR VAMPS [P IL; B: JEI41Hh VAMPS FHTER A
Figure 3 Immunohistochemical staining for VAMPS protein expression (x200) A: Negative VAMP8 expression in adjacent tissue;

B: Positive VAMP8 expression in tumor tissue

*1 VAMP8 EERIZEEMFEIGKFIEFMEZEARXR [n (%) ]

Table 1 Relations of VAMPS expression with clinicopathologic factors of colon cancer [ (%)]

] VAMPS £ ik > - VAMPS # [ 43K 2
AR 0 o Caa) Bl (i) X © | WRBE o e D ol iy X T
iy (%) I REE
<55 25 18 (72.0) 7 (28.0) Btk 28 17 (60.7) 11 (39.3)
0.00 0.95 5.56 0.02
> 55 17 13 (76.5) 4(235) K454k 14 14 (100.0) 0(0.0)
Esil| Dukes 471
Bk 30 21 (70.0) 9 (30.0) 095 0.67 A+B 19 10 (52.6) 9 (47.4) 617 000
ik 12 10(83.3) 2(16.7) ) ' C+D 23 21(913) 2(8.7) i '
Jihga B 57 1R
S Brsh 26 20(769) 6 (23.1) 005 0.84 P& 13 7(538) 6 (46.2) -
JLBEE 16 11 (68.8) 5(31.2) ’ ’ AR LA A 20 24 (828) 5(17.2) ’ ’
Fiffga RN Cem ) R ZEFE RS
<5 28 19 (67.9) 9 (32.1) g 20 11 (55.0) 9 (45.0)
0.75 0.46 6.99 0.03
=5 14 12 (85.7) 2 (14.3) H 22 20 (90.9) 2(9.1)
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